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Figure S1. Analytical HPLC trace of the intact CTL9 sample after incorporation of the probe via the Click reaction. The absorbance was monitored at 220 nm. The small peak indicated with an arrow ( ) corresponds to unlabeled protein which contains Met rather than azidohomoalanine at position 109 and arises from incomplete incorporation of azidohomoalanine. Figure S2 . CD spectra of CTL9 wild-type, CTL9-K109Aha, and CTL9-K109ReL1. Protein samples were in 10 mM MOPS, 150 mM NaCl, at pH 7.0. Spectra were recorded at 25 ˚C.
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Protein concentrations were 15-20 μM. Note that the determination of the protein concentration for the sample containing the metal carbonyl probe is complicated by the fact that the probe interferes with the protein absorbance at 280 nm. The spectrum of the labeled protein was thus arbitrarily scaled to match the Aha containing protein. The important point is that the shape of the spectra are identical. 
